
 

 

 
 

 

 

 

Figure S1: Phylogeny of South American Drosophila species belonging to the buzzatii 

complex. Divergence times among species range from 8.37 to 3.39 Mya, with Drosophila 

venezolana being the most diverged of the group (Oliveira et al., 2012). 

 

 

 

 

 

 



 

 

Figure S2: Climatic data of the localities where species were collected obtained WorldClim 

(www.worldclim.org). Temperate species: D. koepferae and D. buzzatii; tropical species: D. 

borborema and D. venezolana. Dashed line at 10 °C corresponds to the temperature at which flies 

were exposed in this study.  

 

http://www.worldclim.org/


Amino Acids 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

Figure S3: Concentration of free amino acids. Boxplots sharing the same letter are not significantly 

different (P < 0.05; Tukey test). Blue boxes depict immature females and red boxes mature ones.   

 

 



Carbohydrates

 
Figure S4: Concentration changes of carbohydrates. Boxplots sharing the same letter are not 

significantly different (P < 0.05; Tukey test). Blue boxes depict immature females and red boxes 

mature ones.   

 

 



Organic Acids 

 
Figure S5: Concentration changes of organic acids Boxplots sharing the same letter are not 

significantly different (P < 0.05; Tukey test). Blue boxes depict immature females and red boxes 

mature ones.  

 

Phosphorylated-compounds

 
Figure S6: Concentration changes of phosphorylated compounds. Boxplots sharing the same letter 

are not significantly different (P < 0.05; Tukey test). Blue boxes depict immature females and red 

boxes mature ones.   



Polyols 

 
 

Figure S7: Concentration changes of polyols. Boxplots sharing the same letter are not significantly 

different (P < 0.05; Tukey test). Blue boxes depict immature females and red boxes mature ones.   

 

 

 

 

 

 

 

 

 



TCA intermediates 

 

 
Figure S8: Concentration changes of TCA intermediates. Boxplots sharing the same letter are not 

significantly different (P < 0.05; Tukey test). Blue boxes depict immature females and red boxes 

mature ones.   

   

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 



Glycolysis-related compounds 

 

 
 

Figure S9: Concentration changes of glycolysis-related compounds.  Boxplots sharing the same 

letter are not significantly different (P < 0.05; Tukey test). Blue boxes depict immature females and 

red boxes mature ones.   

 



 
 

Fig S10: Correlation values of the different metabolites to the first principal component (PC1) of 

the PCA. 

 



 
 

 

Fig S11: Correlation values of the different metabolites to the second principal component (PC2) of 

the PCA. 

 



 
 

 

Fig S12: Correlation values of the different metabolites to the third principal component (PC3) of 

the PCA. 

 

 

 

 

 

 

 

 



 
 

 

 

 

Fig S13: Enrichment analysis for metabolites that varied between biogeographic origins. 

 

 

 
 

 

Fig S14: Pathway enrichment analysis for metabolites that varied with reproductive 

maturity status 

 

 



Supplementary Tables 

Supplementary Table S1: Outcomes of GLMs for all individual metabolites assessing the 

effect of reproductive maturity status (immature vs. mature), biogeographic origin (tropical 

vs. temperate) and their interaction on concentration levels.  

 

 



Supplementary Table S2 

Metabolites identified with GC-MS, grouped by biochemical families. 

 

 
 

 

 


