
0

1

200

300

400

500

G
U

S 
ac

tiv
it

y
4-

M
U

 p
m

ol
/m

in
/m

g

days: 0 1 1 7 0 1 1 7

local

SFR2p::gusA SFR2p::gusA x NahG 

systemic local systemic
av

er
ag

e 
fo

ld
 in

du
ct

io
n 

( 
 )

2

5

4

3

100

Figure 1,  Rocher et al., 2004
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Figure 2,  Rocher et al., 2004
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GATAATCACTCCCATACATACAAACCGGTTGACTGACTATTGGCTGGAAAAAAAATCAGAAGAGGAAGTAAA 
AACTCTCGAAGC-ATGCATACAAAA-GGTTGACTGATAATAAAATACGAAAAAG--CAATATATTAAGTAAT 

GAGTATAACTCTCATACATACAAACCGGTTGACTGACTATTGGCTGGAAAAAAAATCAGAAAAGGAAGTAAA 
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