Figure I: Participant Flow Diagram
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Figure 11: PDL1 immunostaining

A, B, C) Absence of PDL1, IHC x100

D, E, F) Low expression of PDL1, IHC x100
G, H) Moderate expression of PDL1, IHC x100
I, J, K) High expression of PDL1, IHC x100
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Figure I11: sarcomatoid component, HES x100 (A et B)

Figure 1V: CAIX immunostaining:
A) Absence of CAIX staining, IHC x100
B) Membranous expression of CAIX in 100% tumor cells, IHC x100

Figure V: PAR3 immunostaining
A) Membranous expression of PAR3, IHC x100
B) Membranous and cytoplasmic expression of PAR3, IHC x100




Figure VI: VEGFA immunostaining
A) Absence of VEGFA staining, IHC x100
B) Cytoplasmic expression of VEGFA in 100% tumor cells, IHC x100

FigureVIl: PD1 immunostaining
A) Absence of PD1 expression, IHC x100
B) Dense PD-1 expression in tumor-infiltrating lymphocytes, IHC x100




