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Supplemental Figure 1: Development and proliferation of B cell in α1KI c-myc3’RR 

(A)  Evaluation of B cells in spleen (n=5) and LNs (n=3) from 6 weeks old mice before any 

disease development. Percentage of B220
+
 cells from α1KI c-myc3’RR (white bars) compared to 

α1KI (black bars). (NS, not significant; *, p <0.05) (B) Splenocytes from the same α1KI c-

myc3’RR (white circles) and α1KI/control mice (black circles) were stimulated in vitro with LPS 

or with anti-CD40 plus IL4 for 4 days. Absorbance in the MTS assay evaluates proliferation. 

Results from 5 independent experiments are shown. (NS, not significant; *, p <0.05, unpaired t-

test). 

 

Supplemental Figure 2: Clonality of lymphomas in α1KI c-myc3’RR mice Southern blot 

analysis was used to check lymphoma clonality with a JH4 probe. Genomic DNA from 

hyperplasic spleens (S) and LNs were prepared and digested with EcoRI from different tumors (3 

individual mice per group, each analyzed for spleen and LN).  



 

 

 

 

 

 

 

 



 

 

 

 

Supplemental Figure 3: RNA profiling of type Ia and Ib double transgenic tumors vs 

“Burkitt-like” (BL) and anaplastic (ANA) tumors from single transgenic c-myc mice: The 

clustered genes shows the most significantly genes up-regulated (A) and down-regulated (B) in 

type Ia (n=4) and type Ib (n=4) from α1KI c-myc3’RR tumors vs c-myc3’RR. Red represents up-

regulation of gene expression, and green represents down regulation of gene expression. 

 

Supplemental Table 1: RNA profiling of type Ia and Ib α1KI c-myc3’RR tumors compared 

to c-myc3’RR lymphomas. Data for the 213 most different genes were reported. The up-

regulated (A) and down-regulated (B) genes in type Ia and Ib vs c-myc3’RR were represented in 

two different sub-tables. Columns include gene names, gene descriptions, absolute fold-change 

(FC), signal ratio between double transgenic and single transgenic tumors and P-values. 



 

 

 



 

 

 



 

 

 

 

 


